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Source of material: The compound was synthesized by forcing a flow of SO2 through and aqueous solution of diphenylguanidine (dpg) (Merck, 99.9% purity). The structure was solved by direct methods. Except for the water molecule, the hydrogen atoms were placed at calculated positions and refined as riding using the SHELXL-97 defaults (see ref. 1). The hydrogen atoms of the water molecule were located on a difference Fourier synthesis and refined as riding with a Ueq = 1.5Ueq(05). Examination of the crystal structure with PLA-TON (see ref.
2) shows a small solvent-accessible void of 20.7 in the crystal lattice at (0,1/2,0) but the small residual electron density at this position excludes the possibility of occupation by an additional water molecule. There are two independent dpg"*" ions in the unit cell which have different conformations of the phenyl rings. One of the cations (I) has both rings lying syn to the unsubstituted N2 atom, whereas in the other cation (Π) the rings adopt an anti conformation. The crystal structure of the free base also has two independent molecules in the unit cell, but the rings have a syn, anti conformation (see ref.
3). The cation dpg+ has been observed in a number of conformations (see refs. [4] [5] [6] . The dihedral angles between the central planar guanidinium fragment N3C and the least squaresplanes of the phenyl rings are 33.8(3)° (C2-C7) and 39.7(3)° (C8-C13) for the cation with the syn conformation (I) to be compared with 63.7(2)° (C2'-C7') and 66.14(2)° (C8'-C13·) for the cation with the anti conformation (II). The dihedral angle 
